: Analysis of the human VGLL3 FASTA sequence led to the prediction of a MQDSLEVTL nuclear export signal which was fully conserved between man, chimpanzee, cat and mouse (A) Human VGLL3 FASTA sequence from Swissprot and used NetNES 1.1 (http://www.cbs.dtu.dk/services/NetNES/) to predict nuclear export signals (la Cour, T., Kiemer, L., Molgaard, A., Gupta, R., Skriver, K. and Brunak, S. (2004) . Analysis and prediction of leucine-rich nuclear export signals. Protein Eng Des Sel 17, 527-36). (B) Evolutionary conservation of the human, chimpanzee, cat and mouse Vgll3 protein sequences using Clustal Omega (https://www.ebi.ac.uk/Tools/msa/clustalo/). Table S4 : Genes that are up-or down-regulated by 24 h or 48 h of Vgll3 expression in murine primary satellite cell-derived myoblasts (A) Genes that are significantly 1.3-fold up or 1.3-fold down (indicated with a "-") regulated at 24 h. (B) Genes that are significantly 1.3-fold up or 1.3-fold down (indicated with a "-") regulated at 48 h. Gene expression analysis using Affymetrix Mouse Gene 2.0 ST microarrays. Vgll3 is mainly a repressor of gene expression (ratio 9 down versus 1 up at 24 h and 29 up versus 126 down at 48 h). Key: Vgll2 regulated genes are other Tead1-4 binding proteins (Vgll2, Wwtr1), the Hippo negative feedback loop (Ajuba, Amotl2, Frmd6), the myogenic regulator factor Myf5, insulin-like growth factorbinding proteins (Igfbp2-4) and Wnt proteins (Wnt7b, Fzd4) as well as Pitx transcription factors (Pitx2, Pitx3). The effect on Hippo signalling proteins is typical for the effect of Hippo proteins on transcription, suggesting that Vgll3 partially regulates Hippo target genes. Table S3 Click here to Download Table S4 J. Cell Sci.: doi:10.1242/jcs.225946: Supplementary information Table S6 : Genes deregulated by Vgll3 overexpression in mouse are also deregulated in man VGLL3 was knocked down (via siRNA) or overexpressed (via retroviral transduction) in human myoblasts. Cells were analysed in proliferating conditions (myoblasts) or after 2 days in differentiation medium (myocytes). mRNA was extracted and expression of the genes affected by Vgll3 in mouse (Fig 3) were analysed by RTqPCR. Gene expression was normalized to control sample (si Control or RV control respectively) and fold change compared to control. Most of the genes deregulated by Vgll3 overexpression in mouse were validated in human myoblasts. However, overexpression of VGLL3 in proliferative myoblasts induces WWTR1, represses EGFR1 and does not affect FRMD6, WNT7B, PITX2/3 or IGFBP2-3.Data are presented as fold change, where a red colour indicates a significant difference (p < 0.05) between test sample (knockdown or overexpression of VGLL3) and control using a paired two-tailed t-test, where n=3 independent experiments. Click here to Download Table S5 Click here to Download Table S6 
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